In the title molecular salt, C 6 H 8 N + ÁC 8 H 4 NO 6 À , the anion is deprotonated at the carboxylic acid group adjacent to the nitro group. In the crystal, the anions are linked into an [001] chain by O-HÁ Á ÁO hydrogen bonds. The cations are linked to these chains by N-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁO contacts, generating a three-dimensional network.
Structure description
As part of our ongoing studies of molecular salts (Sivakumar et al., 2016) , we now report the synthesis and the crystal structure of the title compound (Fig. 1) . Its geometric parameters are comparable with those of reported structures (Li & Chai, 2007) The anion is deprotonated at the central carboxylic acid group (C8/O3/O4), but not the other (C7/O5/O6), hence a 1:1 stoichiometry salt arises. The dihedral angles between the C1-C6 benzene ring and the C7/O5/O6, C8/O3/O4 and N1/O1/O2 substituents are 27.09 (11), 71.59 (10) and 68.44 (11) , respectively. In the crystal, the N2-H2AÁ Á ÁO4 hydrogen bond and C13-H13Á Á ÁO6 contact generate an R 2 2 (10) ring-set motif (Table 1, Fig. 2 ). The O6-H6Á Á ÁO3 i hydrogen bond (Table 1) links adjacent anions into an infinite chain along [001] . The crystal structure is consolidated by weak C-HÁ Á ÁO contacts to form a three dimensional network (Table 1, Fig. 3 ).
Synthesis and crystallization
The title salt was synthesized from 4-methylpyridine (4.90 g) and 3-nitrophthalic acid (5.28 g) in a 2:1 ratio. These reactants were dissolved in water and continuously stirred data reports about 5 h and kept at 35 C using a constant temperature bath. After 20 days, crystals suitable for X-ray diffraction were harvested.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å ,  ) . 
Figure 2
A partial view of the crystal packing showing ring-set motif.
Figure 3
The crystal packing of the title molecular salt viewed along the a axis. Hydrogen bonds are shown as dashed lines and H atoms not involved in hydrogen bonds have been omitted for clarity. Computer programs: APEX2 and SAINT (Bruker, 2004) , SHELXS97 (Sheldrick, 2008) , SHELXL2016 (Sheldrick, 2015) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title molecular salt, with atom labelling and 30% probability displacement ellipsoids.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2016 Symmetry codes: (i) x, −y+1/2, z+1/2; (ii) x+1, y, z; (iii) −x, −y, −z+1.
